High Throughput Technologies:
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Response to Cancer
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Merging of distinct disciplines to ask
critical guestions in Immunotherapy
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Integration of high throughput technologies

Into Immunotherapy
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Talks

Use of high throughput sequencing to identify mutated
tumor antigens
— Paul Robbins, NIH/NCI

Inherited genetic response

— Kevin Brown, NIH/NCI

Single cell functional analysis provides insight into
cancer patients responses

— James Heath, Cal Tech

T-cell receptor diversity evaluation to predict response
to ipilimumab in metastatic melanoma

— Michael Postow, MSKCC



